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[ Abstract | Objective To clarify the relationship between the diversity of gastric flora and Helicobacter
pylori (Hp) infection in the stomach in the Hp-infected Mongolian gerbil. Methods A total of 60 Mongolian
gerbils were divided into 4 groups, blank control, negative control, direct infection group and pretreatment
infection group, with 15 animals in each group. The gerbils in the later group was induced to Mongolian gerbil
model with Hp infection by gastric gavage of Hp stain M12, with or without pretreatment of 0.3 ml 50% ethanol
and 0.3 ml antibiotics suspension. The gastric mucosa samples were collected in 4 weeks later, and the infec-
tion rates of Hp were counted at the same time. Total bacterial genomic DNA was collected from the Mongolian
gerbils from 4 groups. Samples were analyzed by PCR-denaturing gradient gel electrophoresis ( DGGE ), and
specific bands on fingerprints were sequenced. Results There was a significant difference in the infection
rates of Hp between the pretreatment infection group (93.3% ) and the direct infection group (26.7% ) (P <
0.05). The average number of bands was 21.6 +2.5 in blank control group, 3.3 + 1.1 in negative control
group,14.6 £2.4 in direct infection group, 7.2 £2.2 in pretreatment infection group, and there were signifi-
cant differences among them (P <0.05), which suggested there were significant diversities in gastric flora
among 4 groups. Conclusion  Hp infection is closely related to the changes of composition of gastric flora.
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X LA BE B T 7 AR A I R A A7 X LR
WS T — A Z AT TAE

Sk -

[1] Marshall B J, Warren J R. Unidentified curved bacilli in the stomach

of patients with gastritis and peptic ulceration [ J]. Lancet, 1984, 1
(8390) : 1311 —1315.

[2] Jonkers D, Gisbertz I, de-Bruine A, et al. Helicobacter pylori and non-
Helicobacter pylori bacterial flora in gastric mucosal and tumour speci-
mens of patients with primary gastric lymphoma [J]. Eur J Clin In-
vest, 1997, 27(11) ; 885 —892.

[3] Jiang Y, Gao F, Xu X, et al. Changes in the composition of the bacte-
rial flora on tray-packaged pork during chilled storage analyzed by PCR-
DGGE and real-time PCR [J]. J Food Sci, 2011, 76 (1): M27 -
M33.

[4] Lofgren J L, Whary M T, Ge Z, et al. Lack of commensal flora in He-
licobacter pylori-infected INS-GAS mice reduces gastritis and delays in-
traepithelial neoplasia [ J]. Gastroenterology, 2011, 140(1) . 210 -
220.

[5] Konturek P C, Konturek S J, Brzozowski T. Helicobacter pylori infec-
tion in gastric cancerogenesis [ J]. J Physiol Pharmacol, 2009, 60
(3):3-21.

[6] Fushuku S, Fukuda K. Gender difference in the composition of fecal
flora in laboratory mice, as detected by denaturing gradient gel electro-
phoresis (DGGE) [J]. Exp Anim, 2008, 57(5) : 489 —493.

[7] Fushuku S, Fukuda K. Inhomogeneity of fecal flora in separately
reared laboratory mice, as detected by denaturing gradient gel electro-
phoresis (DGGE) [J]. Exp Anim, 2008, 57(2): 95 -99.

[8] Watanabe T, Tada M, Nagai H, et al. Helicobacter pylori infection in-
duces gastric cancer in mongolian gerbils [ J]. Gastroenterology,
1998, 115(3) : 642 -648.

(9] SBWI, ERoE, 48401, 5. HAT T B 1R 52 v BURERY (1)
N [T]. AR I 2R, 2001, 21(6) : 683 - 684.

[10] XJTZ, SBMN, fRPCke, 4. Vb RUEYLHA T TERFT 15 18 208 INF-
v L4 J TL-12p40 KB AR F 8T [T]. 85 = TR K24 244,
2005, 27(13) ; 1320 - 1322.

[11] Reid G, Burton J. Use of Lactobacillus to prevent infection by patho-
genic bacteria [ J]. Microbes Infect, 2002, 4(3) : 319 -324.

(12] SRR, FE3CHE, 4548, 4%, HPO318 [ 7 b | W8T 1438 B 1 A
AP RERBIZELI]. 2 = F B4R, 2007, 29(11) : 1006
-1009.

[13] Monstein H J, Tiveljung A, Kraft C H, et al. Profiling of bacterial
flora in gastric biopsies from patients with Helicobacter pylori-associat-
ed gastritis and histologically normal control individuals by temperature
gradient gel electrophoresis and 16S rDNA sequence analysis [J]. J
Med Microbiol, 2000, 49(9) . 817 —822.

[14] Ohkusa T, Okayasu I, Miwa H, et al. Helicobacter pylori infection in-
duces duodenitis and superficial duodenal ulcer in Mongolian gerbils
[J]. Gut, 2003, 52(6) : 797 —803.

(Yr75:2012-01-14 ; & [H :2012-02-29 )

(%4t XR3% )



